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Human Developmental Biology Resource

RRID:SCR_006326
Type: Tool

Proper Citation

Human Developmental Biology Resource (RRID:SCR_006326)

Resource Information

URL: http://www.hdbr.org/

Proper Citation: Human Developmental Biology Resource (RRID:SCR_006326)

Description: Collection of human embryonic and fetal material (Tissue and RNA) ranging
from 3 to 20 weeks of development available to the international scientific community.
Material can either be sent to registered users or our In House Gene Expression Service
(IHGES) can carry out projects on user's behalf, providing high quality images and
interpretation of gene expression patterns. Gene expression data emerging from HDBR
material is added to our gene expression database which is accessible via our HUDSEN
(Human Developmental Studies Network) website. A significant proportion of the material
has been cytogenetically karyotyped, and normal karyotyped material is provided for
research.

Abbreviations: HDBR
Synonyms: MRC-Wellcome Trust Human Developmental Biology Resource
Resource Type: biomaterial supply resource, material resource

Keywords: development, fetal material, fetus, embryonic human, fetus human, karyotype,
gene expression, image, imaging, FASEB list

Related Condition: Normal

Funding: MRC ;
Wellcome Trust

Availability: Public: Intended for use primarily by academic researchers. Every effort is
made to ensure that optimal use is made of donated tissue, Both in terms of the aims and
quality of the research for which it is used and avoidance of duplication/wastage.
Applications by pharmaceutical or biotechnology companies for access to the Resource
are considered, Provided that the tissue itself is not used directly for financial gain.



https://scicrunch.org/ASWG
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Resource Name: Human Developmental Biology Resource
Resource ID: SCR_006326

Alternate IDs: nlx_152030

Record Creation Time: 20220129T080235+0000

Record Last Update: 20260801T191052+0000

Ratings and Alerts

No rating or validation information has been found for Human Developmental Biology
Resource.

No alerts have been found for Human Developmental Biology Resource.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 284 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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