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Proper Citation

Dryad Digital Repository (RRID:SCR_005910)

Resource Information

URL: https://datadryad.org

Proper Citation: Dryad Digital Repository (RRID:SCR_005910)

Description: International, curated, digital repository that makes the data underlying
scientific publications discoverable, freely reusable, and citable. Particularly data for which
no specialized repository exists. Provides the infrastructure for, and promotes the re-use
of, data underlying the scholarly literature. Governed by a nonprofit membership
organization. Membership is open to any stakeholder organization, including but not
limited to journals, scientific societies, publishers, research institutions, libraries, and
funding organizations. Most data are associated with peer-reviewed articles, although data
associated with non-peer reviewed publications from reputable academic sources, such as
dissertations, are also accepted. Used to validate published findings, explore new analysis
methodologies, repurpose data for research questions unanticipated by the original
authors, and perform synthetic studies.UC system is member organization of Dryad
general subject data repository.

Synonyms: , The Dryad Digital Repository, Dryad Digital Repository, Dryad

Resource Type: data or information resource, data repository, storage service resource,
database, service resource

Keywords: international, digital, repository, curated, data, collection, scientific, medical,
publication, dataset, FASEB list

Funding: Institute for Museum and Library Services ;
JISC;

NSF ;

European Commission

Resource Name: Dryad Digital Repository

Resource ID: SCR_005910



https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_005910/resolver
https://datadryad.org

Alternate IDs: DOI:10.25504/FAIRsharing.wkggtx, DOI:10.5061, r3d100000044,
DOI:10.15146, DOI:10.17616/R34S33, nix_149486

Alternate URLSs: https://doi.org/10.17616/R34S33, https://doi.org/10.5061/,
https://doi.org/10.15146, https://dx.doi.org/10.5061/, https://dx.doi.org/10.15146,
https://fairsharing.org/10.25504/FAIRsharing.wkggtx,
https://api.datacite.org/dois?prefix=10.18736, https://api.datacite.org/dois?prefix=10.6076,
, https://doi.org/10.17616/R34S33

Old URLs: http://www.datadryad.org/

License: Creative Commons Zero

License URLSs: http://datadryad.org/pages/policies
Record Creation Time: 20220129T080233+0000

Record Last Update: 20260801T190303+0000

Ratings and Alerts
No rating or validation information has been found for Dryad Digital Repository.

No alerts have been found for Dryad Digital Repository.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2535 mentions in open access literature.
Listed below are recent publications. The full list is available at ASWG .

Hooper KM, et al. (2025) Short- and long-range roles of UNC-6/Netrin in dorsal-ventral
axon guidance in vivo in Caenorhabditis elegans. PL0oS genetics, 21(1), e1011526.

Curt JR, et al. (2025) Ambivalent partnership of the Drosophila posterior class Hox protein
Abdominal-B with Extradenticle and Homothorax. PLoS genetics, 21(1), e1011355.

Tilahun Zewdu F, et al. (2025) Effectiveness of carbon dioxide cryotherapy for the
treatment of cutaneous leishmaniasis: Systematic review and meta-analysis. PLoS
neglected tropical diseases, 19(1), e0012741.

Smoljanow D, et al. (2025) Defining the high-translational readthrough stop codon context.
PLoS genetics, 21(6), e1011753.

Paasch TP, et al. (2025) ciRS-7 expression is epigenetically regulated in cancer cells
across human adenocarcinomas. PLoS genetics, 21(6), e1011726.
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Liu C, et al. (2025) Sodium azide mutagenesis induces a unique pattern of mutations.
PLoS genetics, 21(6), €1011634.

Alshareef NO, et al. (2025) Root remodeling mechanisms and salt tolerance trade-offs:
The roles of HKT1, TMAC2, and TIP2;2 in Arabidopsis. PL0OS genetics, 21(6), e1011713.

Lesser E, et al. (2025) Peripheral anatomy and central connectivity of proprioceptive
sensory neurons in the Drosophila wing. bioRxiv : the preprint server for biology.

Capon SJ, et al. (2025) A genetic modifier links integrin ??5 to the phenotypic variation in
fibronectin 1a mutant zebrafish. PLoS genetics, 21(6), e1011747.

Eldridge-Thomas BL, et al. (2025) The transmembrane protein Syndecan is required for
stem cell survival and maintenance of their nuclear properties. PLoS genetics, 21(2),
e1011586.

Tanimura MW, et al. (2025) Comprehensive cDNA cloning and putative feature analysis of
endogenous cellulases possessed by the Pacific oyster, Crassostrea gigas. PloS one,
20(2), e0313246.

Gao Q, et al. (2025) Metabolically healthy overweight/obesity with no metabolic
abnormalities and incident hyperglycaemia in Chinese adults: analysis of a retrospective
cohort study. BMJ open, 15(1), e087307.

Bergevin C, et al. (2025) Auditory cellular cooperativity probed via spontaneous
otoacoustic emissions. Biophysical journal, 124(8), 1208.

Elmore AR, et al. (2025) Genetic inference of on-target and off-target side-effects of
antipsychotic medications. PLoS genetics, 21(7), €1011793.

Ramirez Moreno M, et al. (2025) E-cadherin endocytosis promotes non-canonical
EGFR:STAT signalling to induce cell death and inhibit heterochromatinisation. PLoS
genetics, 21(7), e1011781.

Shigenobu S, et al. (2025) Refined CRISPR/Cas9 genome editing in the pea aphid
uncovers the essential roles of Laccase?2 in overwintering egg adaptation. PLoS genetics,
21(7), e1011557.

DePaolo J, et al. (2025) Titin-Truncating variants predispose to dilated cardiomyopathy in
populations genetically similar to african and european reference populations. PL0oS
genetics, 21(6), €e1011727.

Meyer C, et al. (2025) Valve cells are crucial for efficient cardiac performance in
Drosophila. PLoS genetics, 21(3), e1011613.

Davis JT, et al. (2025) A chromosome-level genome assembly of the varied leaved
jewelflower, Streptanthus diversifolius, reveals a recent whole genome duplication. G3
(Bethesda, Md.), 15(4).

Gao Y, et al. (2025) Association of estimated small dense low-density lipoprotein
cholesterol with diabetes mellitus: a large-scale multicenter retrospective cohort study.
BMC endocrine disorders, 25(1), 66.




