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Proper Citation

US Biomax (RRID:SCR_004295)

Resource Information

URL: http://www.biomax.us/

Proper Citation: US Biomax (RRID:SCR_004295)

Description: Our robust searchable Tissue Bank database at US Biomax contains
normal, non-cancerous disease and cancer samples, just a fraction of total paraffin tissue
bank. Use advanced search function to define your search. Some of them have H&E
images. Our tissue repository, tissue bank has huge paraffin tissue blocks, a large
selection of histology tissue section slides of human cancer, normal tissue, rhesus and
cynomolgus normal fresh frozen tissue as well as paraffin blocks and slides. It has also
normal human organs in paraffin embedded tissue blocks as well as rhesus and
cynomolgus monkey normal organ tissues. Snap frozen (fresh frozen) tissue of
rhesus/cynomolgus monkey are also available. We also provide tissue array, custom
tissue microarray (with samples you provided or from our tissue bank) as well as OEM
services. Other products/services available include tissue microarray, paraffin tissue
sections, histology services and quantitative telomerase detection kit.

Abbreviations: US Biomax

Synonyms: US Biomax Inc.

Resource Type: biomaterial supply resource, material resource

Keywords: FASEB list

Resource Name: US Biomax

Resource ID: SCR_004295

Alternate IDs: nlx_31395

Record Creation Time: 20220129T080223+0000

Record Last Update: 20260801T191049+0000

https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_004295/resolver
http://www.biomax.us/


Ratings and Alerts

No rating or validation information has been found for US Biomax.

No alerts have been found for US Biomax.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 89 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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