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Proper Citation

NormFinder (RRID:SCR_003387)

Resource Information

URL: http://moma.dk/normfinder-software

Proper Citation: NormFinder (RRID:SCR_003387)

Description: Software for identifying the optimal normalization gene among a set of
candidates. It ranks the set of candidate normalization genes according to their expression
stability in a given sample set and given experimental design. It can analyze expression
data obtained through any quantitative method e.g. real time RT-PCR and microarray
based expression analysis. NormFinder.xla adds the NormFinder functionality directly to
Excel. A version for R is also available.

Abbreviations: NormFinder

Synonyms: NormFinder software - Determine the optimal normalization gene

Resource Type: software resource

Defining Citation: PMID:15289330

Keywords: normalization, gene

Availability: Free, Available for download, Freely available

Resource Name: NormFinder

Resource ID: SCR_003387

Alternate IDs: OMICS_02317

Alternate URLs: https://www.moma.dk/software/normfinder

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260801T190210+0000

https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_003387/resolver
http://moma.dk/normfinder-software
https://pubmed.ncbi.nlm.nih.gov/15289330


Ratings and Alerts

No rating or validation information has been found for NormFinder.

No alerts have been found for NormFinder.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2419 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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cancer. Scientific reports, 15(1), 32464.
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research, 13, 162.
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Pregnancy. Molecular & cellular proteomics : MCP, 24(1), 100879.
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Prompting Primitive Endoderm Formation Through an Intercellular Positive Feedback
Loop That Couples Paracrine FGF Signalling. Cell proliferation, 58(10), e70088.
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Dependent Pathway and Hormone Signaling in Rice. Journal of agricultural and food
chemistry, 73(32), 20081.
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Conditions in Bovine Sperm (Bos taurus). Molecular reproduction and development, 92(8),
e70045.

Battaglia R, et al. (2025) Up-regulated microRNAs in blastocoel fluid of human implanted
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Laybourn HA, et al. (2025) Tracking mucosal innate immune responses to three influenza
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Garre E, et al. (2025) Breast cancer patient-derived scaffolds enhance the understanding
of PD-L1 regulation and T cell cytotoxicity. Communications biology, 8(1), 621.

Li Y, et al. (2025) Transcriptome analysis reveals the sex-switching mechanism of juvenile
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51.
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15(1), 22947.
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