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Proper Citation

PlantCyc (RRID:SCR_002110)

Resource Information

URL.: https://plantcyc.org/content/plantcyc-15.2.0

Proper Citation: PlantCyc (RRID:SCR_002110)

Description: Multi species reference database. Comprehensive plant biochemical
pathway database, containing curated information from literature and computational
analyses about genes, enzymes, compounds, reactions, and pathways involved in primary
and secondary metabolism.

Abbreviations: PMN
Resource Type: portal, project portal, database, data or information resource

Defining Citation: PMID:20522724

Keywords: enzyme, gene, biochemical pathway, compound, metabolism, plant metabolic,
reaction, database

Funding: NSF 1026003;
NSF 0640769

Availability: Free, Available for download, Freely available
Resource Name: PlantCyc

Resource ID: SCR_002110

Alternate IDs: , nif-0000-20890, nIx_15806 plant
Alternate URLSs: http://www.plantcyc.org/

Record Creation Time: 20220129T080211+0000

Record Last Update: 20260807T042535+0000



https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_002110/resolver
https://plantcyc.org/content/plantcyc-15.2.0
https://pubmed.ncbi.nlm.nih.gov/20522724

Ratings and Alerts
No rating or validation information has been found for PlantCyc.

No alerts have been found for PlantCyc.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3659 mentions in open access literature.
Listed below are recent publications. The full list is available at ASWG .
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Approaches for Compound Annotation, Chemometric Profiling and In Silico Antibacterial
Evaluation of Ugandan Propolis. Metabolites, 16(2).
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on the Single and Combined Effect of Exogenous Strigolactones and Mycorrhiza in
Tomato. Physiologia plantarum, 178(1), e70814.

Ma HY, et al. (2026) A pangenome insight into the genome divergence and flower color
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plant DNA barcodes and metabolite fingerprints database. Scientific reports, 16(1).

Persaud M, et al. (2025) Untargeted Metabolomics and Targeted Phytohormone Profiling
of Sweet Aloes (Euphorbia neriifolia) from Guyana: An Assessment of Asthma Therapy
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Kretschmer F, et al. (2025) Coverage bias in small molecule machine learning. Nature
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177(1), e70055.
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11773.
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science, 16, 1591781.

Brar MS, et al. (2025) Untargeted metabolomics reveals key metabolites and genes
underlying salinity tolerance mechanisms in maize. The plant genome, 18(3), e70102.
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usitatissimum L.) for functional genomics and accelerated genetic improvement. Plant
biotechnology journal, 23(9), 3919.




