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RRID:SCR_001896
Type: Tool

Proper Citation

Arabidopsis thaliana Protein Interactome Database (RRID:SCR_001896)

Resource Information

URL: http://www.megabionet.org/atpid/webfile/

Proper Citation: Arabidopsis thaliana Protein Interactome Database
(RRID:SCR_001896)

Description: Centralized platform to depict and integrate the information pertaining to
protein-protein interaction networks, domain architecture, ortholog information and GO
annotation in the Arabidopsis thaliana proteome. The Protein-protein interaction pairs are
predicted by integrating several methods with the Naive Baysian Classifier. All other
related information curated is manually extracted from published literature and other
resources from some expert biologists. You are welcomed to upload your PPI or
subcellular localization information or report data errors. Arabidopsis proteins is annotated
with information (e.g. functional annotation, subcellular localization, tissue-specific
expression, phosphorylation information, SNP phenotype and mutant phenotype, etc.) and
interaction qualifications (e.g. transcriptional regulation, complex assembly, functional
collaboration, etc.) via further literature text mining and integration of other resources.
Meanwhile, the related information is vividly displayed to users through a comprehensive
and newly developed display and analytical tools. The system allows the construction of
tissue-specific interaction networks with display of canonical pathways.

Abbreviations: AtPID
Synonyms: AtPID Database

Resource Type: data or information resource, data repository, storage service resource,
database, service resource

Defining Citation: PMID:21036873, PMID:17962307

Keywords: gene, gene expression, domain, annotation, ineractome, metabolic pathway,
phylogenetic, protein, protein-protein interaction, signaling pathway, proteome, protein
subcellular location, ortholog, gene regulation, pathway, phenotype



https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_001896/resolver
http://www.megabionet.org/atpid/webfile/
https://pubmed.ncbi.nlm.nih.gov/21036873
https://pubmed.ncbi.nlm.nih.gov/17962307
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Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Arabidopsis thaliana Protein Interactome Database
Resource ID: SCR_001896

Alternate IDs: OMICS 01898, nif-0000-02585

Old URLSs: http://atpid.biosino.org/

Record Creation Time: 20220129T080210+0000

Record Last Update: 20260801T190138+0000

Ratings and Alerts

No rating or validation information has been found for Arabidopsis thaliana Protein
Interactome Database.

No alerts have been found for Arabidopsis thaliana Protein Interactome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at ASWG .
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