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Kaptive

RRID:SCR_024046
Type: Tool

Proper Citation

Kaptive (RRID:SCR_024046)

Resource Information

URL.: https://github.com/klebgenomics/Kaptive

Proper Citation: Kaptive (RRID:SCR_024046)

Description: Software tool to report information about surface polysaccharide loci for
Klebsiella pneumoniae species complex and Acinetobacter baumannii genome
assemblies.

Synonyms: kaptive
Resource Type: software application, software resource

Defining Citation: PMID:28348840

Keywords: report information, surface polysaccharide loci, genome assemblies,
Availability: Free, Available for download, Freely available,

Resource Name: Kaptive

Resource ID: SCR_024046

Alternate IDs: OMICS 27932

Alternate URLSs: https://sources.debian.org/src/kaptive/

License: GPL-3.0 license

Record Creation Time: 20230824T050211+0000

Record Last Update: 20260821T043104+0000

Ratings and Alerts


https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/RRID:SCR_024046/resolver
https://github.com/klebgenomics/Kaptive
https://pubmed.ncbi.nlm.nih.gov/28348840

No rating or validation information has been found for Kaptive.

No alerts have been found for Kaptive.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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environmental microbiology, 92(2), e0168725.
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carbapenem-resistant Acinetobacter baumannii isolates. Microbiology spectrum, 14(6),
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cephalosporin-resistant Escherichia coli in Australian clinical settings. Microbial genomics,
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Carbapenemase-Producing Klebsiella pneumoniae Isolates in a Regional Greek Hospital:
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and Antimicrobial Resistance Potential of Acinetobacter baumannii From the Indigenous
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level. Nature communications, 15(1), 4355.
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reports, 43(8), 114602.

Amadesi S, et al. (2024) Complete Genome Sequence of a Klebsiella pneumoniae Strain
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