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Proper Citation

DrugBank (RRID:SCR_002700)

Resource Information

URL: http://www.drugbank.ca/

Proper Citation: DrugBank (RRID:SCR_002700)

Description: Bioinformatics and cheminformatics database that combines detailed drug
(i.e. chemical, pharmacological and pharmaceutical) data with comprehensive drug target
(i.e. sequence, structure, and pathway) information.

Abbreviations: DrugBank

Resource Type: data or information resource, database

Defining Citation: PMID:16381955, PMID:21059682, PMID:18048412

Keywords: drug, target, pathway, structure, pharmacology, drug class, chemical,
pharmaceutical, drug target, sequence, reaction, interaction, protein, proteome, blast, data
analysis service, small molecule-protein, small molecule, clinical medicine, pharmacy,
medicine, pharmaceutical biotechnology, cheminformatics, FASEB list

Funding: Genome Alberta ;
Genome Canada ;
GenomeQuest Inc. ;
Canadian Institutes of Health Research

Availability: Free, Freely available

Resource Name: DrugBank

Resource ID: SCR_002700

Alternate IDs: nif-0000-00417, OMICS_01580, r3d100010544

Alternate URLs: https://doi.org/10.17616/R3V60M

https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/RRID:SCR_002700/resolver
http://www.drugbank.ca/
https://pubmed.ncbi.nlm.nih.gov/16381955
https://pubmed.ncbi.nlm.nih.gov/21059682
https://pubmed.ncbi.nlm.nih.gov/18048412


License: Different licenses for education and commercial use

Record Creation Time: 20220129T080214+0000

Record Last Update: 20260821T193647+0000

Ratings and Alerts

No rating or validation information has been found for DrugBank.

No alerts have been found for DrugBank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 5839 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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for predicting miRNA-drug resistance and sensitivity associations. PLoS computational
biology, 22(2), e1013968.

Chen M, et al. (2026) ?-sitosterol improves the pathological progression of PCOS by
targeting ESR1 to inhibit autophagy activity. Journal of ovarian research, 19(1).
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